PHI- base Curator’s Guidelines for curation of Excel Spreadsheet
NOTE: All cells in the spreadsheet are to be manually curated. Only additional information given at www.phibase.org is computer generated. 
PHI- base accession:
One number corresponding to one gene of one organism even if there is more than one interaction from one or more paper. 

If there is the same gene name by more than one organism, every gene of one organism gets a separate PHI-base accession number.
Obsolete accession:
Obsolete PHI-base accession numbers.
EMBL acession:
Use the accession number of the protein with three letters like “AAC64374” (without the number after the dot!). If there is no EMBL accession number available use “Not available”.
Locus ID
Obtained from genomic sequence.
AA sequence #no EMBL#
Amino acid sequence, in case there is no submission to EMBL.
NT sequence #no EMBL’
Nucleotide sequence, in case there is no submission to EMBL.
Associated strain:
Strain, isolate, subspecies etc., of organism used for the submission of the gene/protein sequence. This field is the only field also experimentally annotated by automatic extraction (R. Winnenburg).
Gene name:
If there are synonyms, write them in brackets like “CaHK1(CHK1)”.
Genome location:
Genome location of the (bacterial) gene like pathogenicity islands or plasmids (Example: SPI1).
Multiple Mutation:
If there is more than one gene disrupted, make sure that every gene appears in the column “Gene name” with the corresponding PHI- base accession. The additional genes are listed in the column “Multiple Mutation” by their PHI- base accession number (seperated by semicolon).
Pathogen NCBI Taxonomy ID:
NCBI taxonomy ID of the pathogen.
Pathogen species:
Names of pathogen species (without names of subspecies, strains, isolates etc.).
Strain:
Strain, isolate, subspecies etc. of organism used in the experiment.
Disease name:
Common name of disease.
Monocot/Dicot plant:
Number of cotyledons, if the host is a plant.
Host NCBI Taxonomy ID:
NCBI taxonomy ID of the host organism.
Experimental host:
Common name of experimental host.
Function:

Function of the disrupted gene.
GO annotation:
List of all appropriate GO terms with their corresponding evidence codes and / or EC numbers (GO terms separate from evidence code by comma, GO terms separate from GO terms or EC numbers by semicolon).
Database:
Name of the Database (GO, EC, MIPS or any other).
Pathway:
Name of the pathway the disrupted gene is involved in.
Phenotype of mutant:
Use following terms to describe the aggressiveness of analysed mutants: 

· Loss of pathogenicity – the transgenic strain fails to cause disease 
· Reduced virulence – the transgenic strain still causes some disease formation but this is less than the wild-type strain (ie. a quantitative effect). Synonymous with the term reduced aggressiveness. 
· Unaffected pathogenicity - the transgenic strain which expresses no or reduced levels of a specific gene product(s) has wild-type disease causing ability 
· Increased virulence (Hypervirulence) - the transgenic strain causes higher levels of disease than the wild-type strain 
· Effector (plant avirulence determinant) - currently a plant pathogen specific term which was previously known as an avirulence gene. An effector gene is required for the direct or indirect recognition of a pathogen only in resistant host genotypes which possess the corresponding disease resistance gene. Positive recognition leads to activation of plant defences and the pathogen fails to cause disease. Note some effector genes are required to cause disease on susceptible hosts but most are not. 
· Lethal - the transgenic strain which expresses no or reduced levels of a specific gene product(s) is not viable. The gene product is essential for life. 
· Enhanced antagonism the transgenetic strain of a endophyte which shows no asymptomatic colonisation, but is gaining the upperhand of the pathogen-host-interaction.
· Wild-type mutualism the transgenetic strain of a endophyte which shows no difference in the pathogen-host-interaction comparing to the wild-type
Experimental evidence:
Describe the experimental procedure trying to use one of the following terms:

1. gene disruption

2. gene disruption; gene mutation

3. gene disruption; gene mutation: characterised

4. gene disruption; gene deletion; complementation

5. gene disruption; gene deletion

6. gene disruption; complementation

7. gene disruption; complementation; other evidence

8. gene disruption; altered gene expression / gene regulation: overexpression

9. gene disruption; altered gene expression / gene regulation: overexpression; complementation

10. gene deletion

11. gene deletion; altered gene expression / gene regulation: overexpression

12. gene deletion; complementation

13. gene deletion; complementation; biochemical evidence

14. cluster gene deletion

15. altered gene expression / gene regulation

16. altered gene expression / gene regulation: downregulation

17. altered gene expression / gene regulation: overexpression

18. altered gene expression / gene regulation: silencing

19. altered gene expression / gene regulation: down- and upregulation

20. altered gene expression / gene regulation; complementation

21. biochemical analysis

22. biochemical analysis; mutation: characterised

23. biochemical analysis; mutation: characterised; complementation

24. functional test in host

25. functional test in host: direct injection

26. functional test in host: transient expression

27. mutation

28. mutation: characterised

29. mutation: characterised; complementation

30. complementation

31. sequence analysis of sensitive and resistant strains

32. sexual cross, sequencing of resistance conferring allele

33. other evidence

Species expert:
Abbreviation (two initials) of species expert outside Rothamsted listed in spreadsheet “curators”.
Entered by:
Abbreviation of curator (listed in spreadsheed “curators”). If you work with an existing entry, please put your abbreviation after the first curator (separated with semicolon).
Manual (M) or textmining (T):
Method of information retrieval.
Literature ID:
Accession number for the published article.
Literature source:
Name of library or information resource containing the publication.

DOI:
Digital object identifier, gives direct access to publication.
Full citation:
Literature ID = PubMed ID; please write down the full citation only in that case of a non existing PubMed ID. If you have two papers, one with a existing PubMed ID and one without, please choose “PubMed” in the column “Literatur source” and add the PubMed ID and the full citation.
Comments:
Field provided for any further free text information.
Reference:
Publication reference.
CAS
CAS Registry Number (often referred to as a CAS Number): 
Anti-infective (Chemical)
Chemical name
Compound
Accepted (or proposed) common name for an individual active ingredient expected to appear on the product label as definition of the product. 
Target site
Target Site of Action: The biochemical mode of action is given. 
Group name
The Group names listed are widely accepted in literature. They are based on different sources (mode of action, first important representative, chemical group). 
Chemical group
Sub-grouping due to chemical considerations. 
Mode in planta
"Describes how chemical protects plant against pathogen attack, i. e. systemic - taken up by the plant's leaves or roots and spread throughout the plant's system. 
Mode of action
Refers to the specific biochemical interaction through which a drug substance produces its anti-microbial effect
FRAC CODE
Numbers and letters are used to distinguish the anti-infective according to their cross resistance behaviour (see www.frac.info). 
Comments for Anti-infective
Field provided for any further free text information for anti-infective information
NOTE:

Nonexistent information:

If some information is not named reliably in the paper leave the corresponding field blank.

